Genomics at the evolving species boundary.
Molecular studies on hybridization date back to Dobzhansky who compared chromosomal banding patterns to determine if interspecific gene flow occurred in nature [1]. Now, the advent of high-throughput sequencing provides increasingly fine insights into genomic differentiation between incipient taxa that are changing our view of adaptation and speciation and the links between the two. Empirical data from hybridizing taxa demonstrate highly heterogeneous patterns of genomic differentiation. Although underlining reasons for this heterogeneity are complex, studies of hybridizing taxa offers some of the best insights into the regions of the genome under divergent selection and the role these regions play in species boundaries. The challenge moving forward is to develop a better theoretical framework that fully leverages these powerful natural experiments.